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Supporting Figure Legends
Cells in (A) were treated with 5-FU or SN38 at the indicated dosages for 7 days, and the cell numbers were quantitated. (C, D) Upregulated genes in 5-FU-tolerant (C) and SN38-tolerant (D) persister JSC15-3 cells. Candidate genes were selected by GeneChip microarray analysis as in Figure 1B . The graph shows gene upregulation indicated by RT-qPCR analysis. **P < 0.01, ***P < 0.001. Figure S2 . Preferential upregulation of ALDH1A3 gene among the ALDH family genes in drug-treated gastric cancer patient-derived cells (A) Cells were treated with 3 µM (JSC15-3 and JSC17-2) or 1 µM (JSC17-7) of 5-FU for 7 days (JSC15-3) or 6 days (JSC17-2 and JSC17-7). RNAs were prepared and subjected to RT-qPCR analysis for expression of the indicated genes. Expressions of ALDH1A2, ALDH1L1, ALDH1L2 and ALDH8A1 genes are not shown because of low expression levels in the cells. (B) ALDH1A3 expression in JSC15-3 cells treated with various cytotoxic anticancer drugs. Cells were treated with the indicated drugs for 7 days and ALDH1A3 mRNA levels were quantitated as in A. 
Table S1 | Primer list for the single cell analysis
Sequences of the primer oligonucleotides for the single cell analysis in Figure 1 are shown. Table S3 | Gene sets for the single cell analysis Gene sets for the single cell analysis in Figure 1 are shown.
